http://ratmine.mcw.edu

RGD data is combined with
annotation from a wide
variety of other sources and
integrated within the
Ratmine data warehouse.

Ratmine builds on RGD’s
curated data and provides
flexible data analysis and
reporting tools.

Genes, QTL, GO, disease,
Ensembl SNPs, phenotypes,
pathways, proteins, literature
and more are available.

Human and Mouse
orthologs, Protein-Protein
interactions and dbSNP data
sets are in development.
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Data Categories

associated remplates and lists.

Cenomics -

Single Nucleotide
Polymorphism

= .' Gene Ontology

&, | Pathway

Data Categories
Start with the category
most relevant to the
question you want to ask

Select a category to see more information about
the data sets included. Each category includes

Quantitative
Trait Loci

Proteins

Disease

Mammalian
Phenotype

Templates
the QueryBuilder, if you log in you can create new templates yourself.
Example templates (30 total);

& Region --> SNP

+ Pathway Term -> Genes

& Protein Mass === Protein and Cene

Templates are predefined queries, each has a simple form and a description. Y¢

Templates "
Popular queries have been saved as
templates for you to use.You can
also create and save your own.

| Tempiates > |

Lists

You can run gueries on whole Nsts of data. Create lists from the results of
fdentifiers. Click on a list to view graphs and summaries /n a fist analysis g
save fists permanently.

Exampie lists (13 total):

Query Builder

« RGD Meurological Disease Genes (758 Genes)
This is a list of the rat genes found fn the RGD Neurological D
genas associated with Neurological Disease was assermbled by
review of the literature and other databases.

« RLD Cardiovascular Disease Genes (733 Genes)
This is a list of the rat genes found in the RGD Cardiovascular
genes associated with Cardiovascular Disease was assembled |
review of the literature and orther databases,

Lists

Upload your own data to form your own list
or run a template query to find matching data
or explore RGD’s curated Cardiovascular,

Cancer and other disease gene lists
— Y —— |

View Lists >
\\ J

r "

Create Lists >
N ...i

Lists can be combined or split

Query Builder

is by editing an existing template.

Start a query from: Gene, Protein, Qtl
Import query from XML

You can use the flexible query interface to construct your own data mining gueries. A good way fo start

f using powerful set operations

Lists

Wiew your own and public Iists, search by keyword and compare or combine the contenis of lsts. Click on 4 kS to wigw grapghs and summanes inan analysis
page, select Hists using checkboxes (o perform set operations. Click “Upload” above to Import @ new list

search: [ (=75

Actions: W union | 3D intersect | !_l__:u.!_.':_'uit; 1

—

= copy Options: B Show descriptions

A powerful way to create
your own custom queries
across the data within the
Ratmine database
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This is a fist of the ral genes found in bthe RED Newrological Disease Portal, This Nsr of genes associated with Meurslogical Disease was assembled by
the RGD cwrators frovm 4 review of the Breratune andg othar gdarabasey

7 RGD Cancer Gene List 402 Genes

This (s a Nt of fhve rat genes fownd in the RGD Cancer Disease Povtal, This Ust of geneas associzred witl Cancer was assembled by ifhe RGD curafors from
& review of the lrerarure and orber darabases.

-a RGD Cardiervascular Disease Genes 7313 Canas

This is g Nt of the ral genes found in the RED Cardioviascwlar Dsease Portal, This list of genes associated with Cardiovascwlar Disease was assembled
by the RGD ewrators from . a review of the ierature and peher darabases,
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Template results for "Genes in Mcs1 Region'

Templaies

Upload | Wiew

List Analysis for Genes in Mcs1 Region (33 Cened)
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! syrmbal name

Geng > = Gene >

primaryldentifier secondaryidentifier

Genes located in the Mosl GTL region

Widgets displaying properties of "Genes in Mcsl Region'
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Disease Ontology Enrichment

DO rerrmd eniched for irema in this R
Number of Genes i this st not analysed in this widget: 28

Oatinng -
Multiple Hypothesks Test Correction | Benjamini and Hochberg =

Ontology __E'ﬂ.ﬂ}!__!;m!?]ﬂg? + | Maximym yalue to display | 0.50 =

View In results table Download

D0 Term p-Walue
| Meoplasms, Basal Cell [DO1E295) & 0.0149539 1
—| Cerebral Arterfal Diseases [DOO2539] o 0.0817E62 1
1 Aneurysm [DOGOTET] 0.0906047 |
| Ekin Abnormalities [DOL2EEE] (& 0. 1009683 1
| Anemia (D070 5= 01085334 1
—| Heart Diseases (DOD6IA1] = 0.2553B18 2
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| Lardlovascular Abnormalities [LIH1EIfo] = .£9353L5 1
U1 Myocardial Diseases [DO0S202] o 03534875 1
| Cardiovascullar Diseases (D002 T18] n& D.AGSOIES 3
_ Myocardial Ischemia [DO17202) = 03852067 1
| Meoplasms, Glandular and Epithelial [DO09375] o D.a33fbal 1
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Mammalian Phenotype Ontology Enrichment

Mammatian Phenstype terms entiched for items in this 15t
Mumber of Genes in this st not analysed in this widget: 31

COptions
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= Mammallan Fhenotype Term p-Value
| abnormal muscie developrmaent [MP-O00D 733 & 0.00ZR252 1
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craniofactal phenatype [MPOD0538E) @ 001875534 1
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* Quantitative Tra Loci (Expand this section to view all T templates)

=] Gene == Overlapping OTLS N

» Single Nucleotide Polymorphism (Expand this section to view ail 1 templates)

[®] Geng == SNPs i

= Proteins (Expand this section to view all 1 templates)
[#] Géne --» Proteins.

Lists | Queryiullder | Data
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List Analysis View
Edit or download your list of genes
or proteins, view enrichment

Data Annotation & Exploration with Ratmine

Andrew K Vallejos', Jennifer R Smith?, Richard Smith3, Julie Sullivan3, Gos Micklem?3, and Simon N Twigger'2
! Biotechnology and Bioengineering Center and 2: Human and Molecular Genetics Center, Medical College of Wisconsin, Milwaukee, WI, USA, 3 Department of Genetics, University of Cambridge, UK.

analyses to spot trends in your data
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Publication Enrichment
Publications entiched for genes in ghis Hal.
Number of Genes in this list not anafysed in this wadger 15

Options
Multiple Hypothesis Test Correction | Bengamini and Hochberg =
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p-Value ]
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Analysis of candidate genes incleded in the
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PubMed: 1125216 ﬁ-| 1]
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The template gueries below have béen executed for this lise. Use = | F 0 view o hide the templates

Templates

@ List Info

Wame: Gemes fn Mcs [ Region
Daie Created: 2009-11-30
Type: Geme
Size: 37 records

5 -+® Convert

Protein 20
Transcript 0

Orthologues

R norvegicus = ( Comvert ]

Link outs

String - Known and Predicted

Widgets

MEDICAL

COLLEGE
OF WISCONSIN

ENSHANOGHI001 7753

ol
s, Conad
_//' S .
Erecy 1) x'r—H-:Hna:'!._h_’.,.-
';' e [F] :..'.‘ e
o VN
k_,.f"“n-‘_‘:-.\'al:_cnh"'_"
.
Eccnnl
o
.. Hasgrid
o e

-

Protein-Protein interactions L3- w

el § LR UL AL LT VLT YU LR LY BV Chromosome Distribution | Gene Ontology Enrichment JIl Disease Cntology Entichment JI b RARAN |
Mammalian Fhenotype Ontology Enrichment (I Publication Enrschment §

LOCBR5 383 _ Afean
£ 4

Cetnd
)
-
ﬁﬁu':f.’
TS

o

Wrc ol
2

-
-‘-'- (LR -
ENSRAOGO00D0014E05 1 o oot 2503

- -
p T - L
x.«':{:‘_&“”ﬁ
Yy W

Protein-protein interaction graph
for your list (String.embl.de)

These show various statistics and
analyses of the genes or proteins in
your list.You can quickly see popular
pathways or functions.

Things to try...

- Use the MyMine tab to see
your current lists and queries.
- Create an account to save
queries and lists between

sessions.

- Click on the £ iconina
list view table header...

- Edit an old query in Query
Builder, change the output
fields to see how it works.

- Click ‘Embed this query’ on
a Template query page...

http://ratmine.mcw.edu

Other queries that might be useful

have already been run for you and
are available at the bottom of the list.

Ratmine is built using the Intermine data warehouse platform created by Dr Gos Micklem,
development of Ratmine is funded by NHGRI.The Rat Genome Database is funded by NHLBI
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